(Ser522-Lys533) originating from the surface exposed disulfide bridge Cys521-Cys534 and the smaller and more polar Loop 3 (Lys561-Tyr568) are indicated in (a).
Catalytic triad residues of rPfSUB1 cat are shown as black sticks, and disulfides as transparent yellow spheres. Calcium ions are shown as blue spheres in rPfSUB1 cat , pink in thermitase and green in Tk-subtilisin. Two structurally conserved potential low affinity calcium-binding sites are shown zoomed with possible coordinator residues labelled. The Tk-subtilisin large insertion loop containing four Ca 2+ ions and resembling the PfSUB1 Loop1 is also indicated. A residues from the rPfSUB1 cat -ca chain. Calculated with PISA/EBI Bioinformatics. * Salt bridges, P residues from the Prod p9 chain, P1-P6 Prodomain active site pocket residues, P7 and P9 helix capping residues, A residues from rPfSUB1 cat -ca chain, AS1-AS6 active site pockets. Calculated with PISA/EBI Bioinformatics. 
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